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Leveraging the power of Al
to improve replicability,

The pursuit of scientific knowledge is a

reprOdUCibility, and tl’anSParenCy In journey punctuated by occasional “Eureka”

hvl ti ti biol moments that can shape and transform our
PNYOEENELC comparative DIOtogy understanding of the world. Ensuring the

reliability of these discoveries Is paramount
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WHAT FACTORS CONTRIBUTE TO HAVE YOU FAILED TO REPRODUCE
IRREPRODUCIBLE RESEARCH? AN EXPERIMENT?

Many top-rated factors relate to intense competition and time pressure. Most scientists have experienced failure to reproduce results.
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EXPECTED RESULTS IMPACT Data, Software and Ethics Policy

BB The first rigorous meta-scientific study of - : ™  We will pre-register the analysis
reproducibility in phylogenetic comparative By prOmOtmg best practlces

biology and accelerating Al adoption, Analysis code will be available for

Friendly software to analysis in my project has the potential to general use under an MIT license

phylogenetic comparative biology could - e The code for the new platforms
help to smooth the learning curve of those not Only enhance the re“ablllty generated P

methods. of evolutionary research but

" Design software that include multilingual ,
interfaces and frienly and blind-color also set a precedent for other == There will be free and open-source

palettes, is a way to to democratize sclentific disciplines to follow. under the GNU General Public
knowledge in science. License v3.0




